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A8 - J06327481 A gene coding for a precursor of mating pheromone, P-factor, 
of fission yeast Sctiizosacciiaromyces pombe, partic. having 606pb 
sequence given in tlie specification (and encoding the 201 AA sequence, 
also given) is new. Also claimed are: (1) plasmids contg. the gene and 
(2) an expression controlling gene coding for the mating pheromone 
P-factor of S.pombe partic. having 847 DNA base. 

- USE/ADVANTAGE - The DNA is useful for elucidation and pass prodn. of 
conjugate pheromone, P-factor, for the prodn. of useful proteins. 

- The following steps are performed to prepare mating pheromone P-factor 
peptide: (a) Isolation of non-conjugate strain by culture of fission 

yeast homothallic strain JY450 and JY476 in the presence of 

nitrosoguanidine and isolation of the desired mutant strain having 

map2 gene, (b) Isolating and identification of gene sequence of map2. 

(c) Expression of map2 gene in integrated plasmid pAMDP2. The spore 

formation rate of the plasmid pADMP2 was 5.4-5.8, while control gp. 

without integration showed corresponding rate of less than 

0.1.(Dwg.0/-) 
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mW^U ^i-^gf ^S. pombe (0}t^7xn^>- P- S.ponibe C0tl^^7 3iP^:>' • V ~y r ^ ^—^MW^^ 

ATGAAGATCA CCGCTGTCAT TGCCCTrTTA TTCTCACnG CTGCTGCCTC ACCTATTCCA 60 

GTTGCCGATC CTGGTGTGGT TTCACmGC AAGTCATATG CTGAITTCCT TCGTGTTTAC 120 

CAAAGTTGGA ACACTTTTCC TAATCCTGAT AGACCCAACT TGAAAAAGCG CGAAHCGAA 180 

GCTGCTCCCG OWAAACTTA TGCTGATTTC OTCGTGCn ATCAAAGTTG GAACACTTTT 240 

GTTAATCCTG ACAGACCCAA TTTGAA.1AAG CGTGAGTTTG MGCTGCCCC AGAGA.^GAGT 300 

TATGCTGATT TCCTTCGTGC TTACCATAGT TGGAACACTT TTGTTAATCC TGACAGACCC 360 

AACHGAAAA AGCGCGAAH CGAAGCTCa CCCGCAAAAA CTTATGCrGA rTTCCTTCGT 420 

GCmCCAAA GnGGAACAC TmGTTAAT CCTGAaGAC CCAACTTGAA AAAGCGCACT 480 

GAAGAAGATG AAGAGAATCA GGAAGAGGAT GAAGAATACT ATCGCTTTCT TCAGmTAT 540 

ATCATGACTG TCCCAGAGAA TTCCACTATT ACAGATGTCA ATATTACTGC CAAATTTGAG 600 

AGCTAA 606 
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ACTAGTCGGA GGGGAACGGG TATnGTTTA HCTCCTCTT TTTTGCGTGC TCCATCTCCT 60 
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TTGMGCTCT ATTTTACnG CTTTGCACTA 1 
TCTATGCCn CWCTGAAG TTCATTTTTT < 
ACACACAAAG AACAATGGAT AGAGTirTAT 1 
TAAAAAAAAT AGCCGCTACC AGAAAAAAGT < 
CGCTGTACAT AGAACnCAT TnGGCTGGA < 
AATCAGGATA A.'^CAGCGATA AAACGAAAAC ( 
TCAACAATGA ACAGTTTGAA AGCATAGAAT 1 
TACAAAGATG TATAAATACA GGCATTCTGT ( 
TTCTATTm CATATTCACT CTTTCTATTT ( 
GGGTGTGAAT TTACATCCCT CTTGTCMCA i 
TTTGCTTCGA TCTTTCTTAT TCTAATCTTT 1 
TTAAACTCTC CCTTTTTTTG AATCAGTCAA < 
GTTCATCGCT TAAACTATCT TTCTTTTTCT / 

ATAan 

CO 0 0 1) 
[0 0 0 21 

(Srhizosarcharonyces pombe ) \^^mi^M^^^tV 
i'TT' (h' th ) i^^L. mmzm-^^fr'DCt'r^. 

m hi <- f f ^ n^^m^^ z. ^ r^imr <\z^n'^mtsimm 

CO 0 0 3] m{yo>i^m\t^mi^m(D^^^^m^y 
aeifaiiM - y t ^ ^—t.m'^n^m^y j^a^^^^m 

[0 0 0 4] -^';/*n5-feX irl/t'->X (Saccharomy 
ces cerevisiae) tCiiV^X'fe^fti Lfcm«>&^^ViT:fe 

:7 y 5^ ^ — ^ n ^ U If vxt;) a - :7 r ^ iS' 
— . u-yy ^^-\tTi-y7C^^—\zn)i^.^^t^X 

75«p;iex>Mi/j:o;t. u-yriP^—\t^T^/mi^^fs. 

yr<^^-tjS:\f^mm^^T^. cntc^fUT. P-"7 
T ^ ^ - 1;: i^T cin S T ^ tc/cC o T t'i;^ 
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TTTTTTTCAC 
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CO 0 0 5] 

:^n5-fex-feWt*$^x{c*$ViTtt^^:7xn^> (a- 

yr^i5^-^^zf\za~y7i7^-) 

?»/>^tC?a:oTV>^ (Cell (1982)30. 933-943. J. Kurj an an 
30 d I.Herskowitz;^<!f) . JinJr>t|LT^»SS. pombe 

CO 0 0 63 h- mm<of^^M-yT^^—^z'D\^^x 

7&MC$n>t(J.Davey> EMBO J, 11, 951-960(1992)) CO tC** 
(D6^^&:}^^ff^m^it)^\Z^-:>T^^ts,i}^^rc. ^^m^t. 

^mmm,pomhe cDm-^y jLU^>(omi^'&m^:f»^izv 

CO 0 0 7] 

^m'v$>-orzP - y T ^ ^-<D^=T'^mi^^m^f)^^zT 
^t^hiz. p-yT^^-^^mizx^-r^c^^^ 
mtv/t. ^^mms.pombe \z:^\,^xmm'^^^ 
ii^'>^^)u^:f^v^m'^f>^\zi.rz:i^j:o. ^mmm 

S. pombe \zm[^:tt^^ ^-^^(Dm^^^^iZ^O^mfS: 

^Tctbizmmumnx^^r)^ jt^mmiz:h\.^x^mm^iii 
40 [0 0 0 8] i^^mu. z.<D^^mm,\iomu (D^^y 

xn^>- P-7TiC?i5^-^JSX<*:&3-H'rS3t^D 

CO 0 0 93 :^^mm\'i> 'AiZTikrymx. '^mmms. 

pombe (Dm^y:La^> iP-yy^^—) (O^UWm. 

50 cooioi irrmmmz=^\^u^j{/r-v>\z^ 
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6 



(2) mm¥^(Dm^^mmm\z'D\^^x(omBi'mm^n 

C3) mmLrz:^n^ti(Dm^:^mMmm^^mmm(r> 

(4) m^vfzm^T(D^^i^^^^. 

10 oil] (5) imi^^m^^T. m^vftmiB^To) 

(6) m^LftmiikJ-^^A^mmx(D^m\zmvrz^^ 

^^T^^t^^mmmzvim'r^. 
[0 0 12] &.±(Dyjm\zx-^r. ^mmms,vojDbe <d 

37 D > P ~ 7 T 5^ -irffi^^it^T^aV^m 



[0 0 1 33 i^T±IB3aie^^nic:ctS*5g?^Srll5S«RI 
[00 14] 

[^1^09] 

20 [0 0 1 5] ^5>f5»Pet5^^^'J'y^^J Y4 5 0i5j;C;f 
J Y 4 7 6 ^ Y P Di^fl&lCTJ^il, h D V i:/r 

[0 0 16] SaOOOZin-— <DX^?U— — >i^*^^ 7 2 

tth- m^^ico^miz^om^mwM^n^^^r:^^ 

[0 0 1 73 Z.t\,^<l^^%. map2ae^^llWJP-:7 

[0 0 183 
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[0 0 19] [mmm2] 

[0 0 2 0] ^^^^<Z)^VADNA^<:/^«J--&m 

^^SdLito 6.0-9.5 *5i:r/9.5-15kbCDDNAK>t^Iil 
JRbCin*, v-^ h;W'<'!^:$7-pDB248^Baii!HI Tt^^U 

r;u:^U yyxyry^—:^.\zx^miyr^^(o^i^<y^ 

i^3 > (Ligation) :*c^e&J^©^«t':?S:. -eojg 
^6.0-9.5kb DNA<7)t>COlC>t^fLT«3500^D — 9. 
5-15kb(Z) h <0 \znVX\%mim^ n - XTJ^jt:^?^^^ 

[0 0 2 1] m>Z^mM<0'b%. iDap2-621^Sl!|c^±^ 



50 



^bTV>et>«>SrS^bfc. ^^Sl^^?^^bfc?^ll 

fe^**^«j:OieMbfcDNA=£fflv^T, ^mwmoi 

DNA^&PiiSlb, -^OfflfjtS^efbfc. 

[0 0 2 2] #^nAc:^^x^ Htr-:3v^T«> mm^A§^ 
xmm^mmvft. 

[0 0 2 33 n^nttmn]i2mi^^(om^^Mm^t^^-i7 
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^> 

(5) #S5|i6-3 2 7 4 8 1 

7 8 

Ae^M*^pUCU8, PDC119, pBluescript-KS+ ^rcUpBlu MDNAtLfz. iy-C^ :ci—if^m^^fzi^y^:t^'>m 

C;CS 1 ^i^l^T— tfSrfflViT— l^FfBjttJCDNA^fJo * [0 0 241 

ACTAGTCGGA GGGGAACGGG TATTTGTTTA TTCTCCTCTT TTTTGCGTGC TCCATCTCCT 60 
TTGAAGCTCT ATTTTAGTTG CTTTCCACTA TCTATATCTC CTACAAGTAG CCAGAGGCGT 120 
TCTATGCCTT CWCTGAAG TTCATTTTTT CATTCTATGG CGGTATGCTA nGGTTGAGT 180 
ACACACAAAG AACAATGGAT AGAGTmAT TGnTACATT ATCAAAAAAC CnmCCAA 2^0 
TAAAAAAAAT AGCCGCTACC AGAAAAAAGT CGCTTAAAAT TAATAAGTCT TTTGATTGGT 300 
CGCTGTACAT AGAAGTTCAT TTTGGGTGGA CGACAAAAAA ATAAGCGAAT ATCTTCAACC 360 
AATCAGGATA A.^CAGCGATA AAACGAAAAC GGGGAAGTCA HAAAAAATG GCGGHAATG 420 
ICAACAATGA ACAGTTTGAA AGCATAGAAT TCCAGATTTG AATTGAGGGA AACGGAGCAC 480 
TACAAAGATG TATAAATACA GGCATTCTGT CCCAGAAGAA AACCAGAAH CGTTCAAGTC 540 
TTCTATTm CATATTCACT CTTTCTATTT CnAnCTTC ACTCTACAAG AACTCGCGTT 600 
GGGTGTGAAT mCATCCCT CTTGTCMCA AACCTGCTCC GTTAGCTAAT mCTGTAAA 660 
TTTGCTTCGA TCTTTCTTAT TCTAATCTTT TAATCCTTTT TCnTTGGAA mTGCCTTT 720 
TTAAAaCTC CCTTTTTTTG AAiaCTCAA CAAAHATAA TTTTCTTCn nATTTGCTA 780 
GTTCATCGCT L^CTATCT TTCmnCT AACTTATCAA CGAAATTHA nTTTTTCAC 840 
ATACAHATG AAGATCACCG CTGTCATTGC CCmTATTC TCACTTGCTG CTGCCTCACC 900 
TAnCCAGH GCCGATCCTG GTGTGGmC AGTTAGCAAG TCATATGCTG AmCCTTCG 960 
TGTnACCAA AGTTGGAACA CTTTTGCTAA TCCTGATAGA CCCAACTIGA AAAAGCGCGA 1020 
ATTCGAAGCT GCTCCCGCAA AAACTTATGC TGAmCCTT CGTGCrTATC AAAGTTGGAA 1080 
CACTTTTGn A.^TCCTGACA GACCCA.^TTT GAAAAAGCGT GAGTTTGAAG CTGCCCCAGA 1140 
GAAGAGTTAT GCTGATTTCC TTCGTGCTTA CCATAGTTGG MCACTTTTG HAATCCTGA 1200 
CAGACCCAAC 7TCAAAAAGC GCGAATTCGA ACCTGCTCCC GCAAAAACTT ATGCTGATTT 1260 
CCTTCGTGCT TACCAAAGTT GGAACACTTT TCTTAAICCT GACAGACCCA ACn&'U^ 1320 
GCGCACTGAA GAAGATGAAG AGAATGAGGA AGAGGATGAA GAATACTATC GCTTTCTTCA 1380 
GTTTTATATC ATGACTGTCC CAGAGAATTC CACTATTACA GATGTCAATA TTACTGCCAA 1440 
ATTTGAGAGC TAAACTCATT TTATCHCAT ATTTTTmA TTTTCTAGTA TGTTAGCCCA 1500 
CACATCTnA C^GCCATG TGAAGOWTT TmAAAnA ATTCCTAm TCGATCTATT 1560 
ATHTACCAT ACGATCTGTA TTCCTATTCG CAATAATATT TTTAAniTC ATCTTAGTCT 1620 
TCATAHGTA AAAAAAAAAA AAAAAAAAAA AAAAAAAAAA GAAAAAACGT ATAGTAGTTA 1680 
CAATAnAQ G.'Ul\TCTACA GTACT 1705 

[0 0 2 5 J m&j)2m^mi^(^T^yM^^mmz\ti^i/ 

rtJVM^mt^^ihn^myKi^mmtii^^L, rx/t^^ co o 2 ej jamDi^A^ms^m<DS4 s^tt^^ 145 

xO^:>(;o^3S^!Biat^T-&n-H-r^aiG^DNAT [0 0 2 73 

Met Lys lie Thr Ala Val He Ala Leu Lea Ptae Ser Leu Ala Ala Ala 16 

Ser Pro lie Pro Val Ala Asp Pro Giy Val Val Ser Val Ser Lys Ser 32 

Tyr Ala Asp Phe Leu Arg Val Tyr Gin Ser Trp Asn Thr Phe Ala Asn 48 

Pro Asp Arg Pro Asn Leu Lys Lys Arg Glu Pbe GIu Ala Ala Pro Ala 64 

Lys Thr Tyr Ala Asp Phe Leu Arg Ala Tyr Gin Ser Trp Asn Thr Phe 80 

Val Asn Pro Asp Arg Pro Asn Leu Lys Lys Arg Glu Phe Glu Ala Ala 96 

Pro Glu Lys Ser Tyr Ala Asp Phe Leu Arg Ala Tyr His Ser Trp Asn 112 

Thr Pbe Val Asn Pro Asp Arg Pro Asn Leu Lys Lys Arg Glu Phe Glu 128 
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Ala Ala Pro Ala Lys Thr Tyr Ala Asp Phe Leu Arg Ala Tyr Gin Ser 
Trp AsD Thr Phe Val Aso Pro Asp Arg Pro Asn Leu Lys Lys Arg Thr 
Giu Glu Asp Glu Glu Asd Glo Giu Glu Asp Glu Glii Tyr Tyr Arg Phe 
Leu Gin Phe Tyr He Met Thr Val Pro Glu Asn Ser Thr He Thr Asp 



i|fgg5ii6-3 2 7 4 8 1 



Val Asd He Thr Ala Lys Phe Glu Ser 
[0 0 2 8] 01 t02lCinap2fifeTj^#|CO*»ai±W# 
fSSr^f, BlltCmap2iia^]S!fet3^e.nS»0jiL« 

Lmyi^^i^mm^^-ro kltee^CO;^^ (J. Mol. Biol. 157.1 
05-132(1982)) ICJ:0, iB6^Ki±<7>S*^7&«+T^$nTt^^ 

^. 'y'i>\^^ (viDdow) tter^/KtLfco 

[0 0 2 9] [^JSW3] 

CO 0 3 01 ^D — >>ffc;bfcfflap2CD:e— 7^>U— v^>r > 

T^o^c. miikT(r>mm^sEm\zrft^nxi'^^^^Mt 
Y ^I^o>iA<o^'^>^Wz^'^x^mvrc. 

« ^ n->^b$n75:SfeTtt^lS^l^inap2-r3&Se: 

:u 0 3 n {^mm4] 

in 0 3 21 niV2m^(0:t— 7^4 >^y 
A5:&t?0. 8kb C0DralB?fn'<&'^^3'— pARTl COSmal^K 

|ftli;Bap2agf/^7-7&^jf A$nrc:/^Xa HpADMP2S:a«t 
ft. 

[U 0 3 31 iDapl^S«c»SliliiDatl-Pc S^S^^^iC 
^ H^oapl/mapl lC*AL)t. ^co«§^, niap2iafe^» 

mm^^^^zK^. mapVmapi ^mm<Dmi^^mmit^ 
mmizmxLTz. -ecDi^^^s^aic^-r. ^2 is rnapa 

iS a ^ CO ^ 331 55 ir ct S mapl^ CO 0 

mj «:7n-rx-:$'*^*a. zn^(r>i^3^\t. pA0mp2^^ 

J&$.;5^ pj^tc/j: o CD e> nfc. 
[0 0 3 41 
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[0 0 3 5] mmm^} 

^:7x □•=£> p - :7 r ^ i5^-^ 'J Hco'&fiJc 

[0 0 3 61 7S./WiWM [Thr Tyr Ala Asp Phe Leu 
Arg Ala Tyr Gin Ser Trp Asn ThrPhe Val Asn Pro Asp 

Arg Pro Asn Leu ] -e^^nS2}^0^:/^H$Merrifl 
eldCDS^B^^j^lliO^i^^^L/ho OV^T?. 

jircis tiyh.) 

^§m?^A : 0. IXTFA &^tf*. ^Ifl^B : 0. IXTFA 

&6 0%Jc;^i:^^TilliJ!glM^ffi£75Ht. 

-«15^4i^9tffl:*i^A-^«PflFTL.fci:^:^. 9 5% 

[0 0 3 71 

i%^<oWi^^ u^^com^^t/^^m-r^^-^ftp-yr^ 

^-<D^^mn^^^i^ti^\z^^t.t^\z. P~yri7 

^-^xmzTs.^'T^zhfmmt.fs.'DtL. ^m, 

l^SS.pombe ^z;B^riT«|g■rs^^e^>'^^:^;^'^:/^ 
m^if'\zVtz^t.^r^. 5>^^^S.pombe \zm\yti^^ 

9-^kt(n^^^iD'^\zx^mmumB'm.<Dj^m^u^'^ 

[0038] 

Sa^JCO^$ : 1705 

mfi\<om : mm 

£^J(7>S^ : Genooic DNA 



: i^^Z-tfty^D^-tX ^>'^ (Schizosaccharo 
myces pombe ) 
: J Y 9 3 9 



ACTAGTCGGA GGGGAACGGG TAmGrTTA TTCTCCTCn TTTTGCGTGC TCCATCTCCT 60 
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n 



(7) i|#^^6-3 2 7 4 8 1 
21 12 

TTGAAGCra ATTTTAGnG CTTTGCACTA TCTATATCTG CTACAAGTAG CCAGAGGCGT 120 

TCTATGCCTT CMTCTGAAG TTCATTTTTT CATTCTATGG CGGTATGCTA TTGGTTGAGT 180 

ACACACAAAG ACAATGGAT AGAGTmAT TGTTTACATT ATCAAAAAAC CTHA^CCAA 240 

TAAAAAAAAT AGCCGCTACC AGAAAAAAGT CGCTTAAAAT TAATAAGTCT rTTGATTGGT 300 

CGCTGTACAT AGAAGTTCAT TnGGGTGGA CGACAAAAAA ATAAGCGAAT ATCTTCAACC 360 

AATCAGGATA A^CAGCGATA AAACGAAAAC GGGGAAGTCA TTAAAAAATG GCGGTTAATG 420 

TCAACAATGA ACAGTTTGAA AGCATAGAAT TCCAGAmG MTTGAGGGA AACGG^GCAC 480 

TACAAAGATG TATAAATACA GGCATTCTGT CCCAGAAGAA AACCAGAATT CGTTCAAGTC 540 

nCTATTTTA CATATTCACT CTTTCTATTT CTTATOnC ACTCTACAAG AAaCGCGTT 600 

GGGTGTGAAT TTACATCCCT CTTGTC^CA AACCTGCTCC GHAGCTAAT TTTCTGTAAA 660 

TTTGCTTCGA TOTTCmr TCTAATCTTT TAATCCTTTT TCTTTTGGAA TmGCCTTT 720 

HAAACTCTC CCTTTTTTTG AATCACTCAA CAAAHATAA TTTTOTCrT nATTTGCTA 780 

CnCATCGCT TAAACTATCT TTCTTTTTCT AACTTATCAA CGAAAmTA TTTTT T T C AC 840 

ATACAH ATG AAG ATC ACC GCT GTC AH GCC CTT TTA TTC TCA CH GCT 889 
Met Lys He Tbr Ala Vsl lie Ala Leu Lea Phe Ser Leo Ala 

10 

GCT GCC TCA CCT ATT CCA Gn GCC GAT CCT GGT GTG GH TCA GH AGC 937 
Ala Ala Ser Pro He Pro Val Ala Asp Pro Gly Val Val Ser Val Ser 
20 30 

AAG TCA TAT GCT GAT TTC Cn OCT on TAC CAA ACT TGG AAC ACT TTT 985 
Lys Ser Tyr Ala Asp Pbe Lea Arg Val Tyr Gin Ser Trp Aso Thr Phe 

40 

GCT AAT CCT GAT AGA CCC AAC TTG AAA AAG CGC GAA TTC GAA GCT GCT 1033 
Ala Aso Pro Asp Arg Pro Aso Leu Lys Lys Arg Glu Phe Glo Ala Ala 

50 60 
CCC GCA AAA ACT TAT GCT GAT TTC CH CGT GCT TAT CAA ACT TGG MC 1081 
Pro Ala Lys Thr Tyr Ala Asp Phe Leu Arg Ala Tyr Gin Ser Trp Asn 

70 

ACT rrr gtt mt cct gac aga ccc aat hg aaa mg cgt gag ttt gaa 1129 

Thr Pbe Val Asn Pro Asp Arg Pro Asn Leu Lys Lys Arg Glo Phe Glu 

80 90 
GCT GCC CCA GAG AAG AGT TAT GCT GAT TTC CH CGT GCT TAC CAT ACT 1177 
Ala Ala Pro GJu Lys Ser Tyr Ala Asp Phe Leo Arg Ala Tyr His Ser 
100 110 
TGG AAC ACT TTT GTT AAT CCT GAC AGA CCC AAC TTG AAA AAG CGC GAA 1225 
Trp Aso Thr Phe Val Asn Pro Asp Arg Pro Asn Leu Lys Lys Arg Glu 

120 

TTC GAA GCT GCT CCC GCA AAA ACT TAT GCT GAT nC CTT CGT GCT TAC 1273 
Phe Glu Ala Ala Pro Ala Lys Thr Tyr Ala Asp Phe Leu Arg Ala Tyr 

130 140 
CAA AGT TGG AAC ACT TH GH AAT CCT GAC AGA CCC AAC HG AAA AAG 1321 
Gin Ser Trp Asn Thr Pbe Val Asn Pro Asp Arg Pro Asn Leo Lys Lys 
150 

CGC ACT GAA GAA GAT GAA GAG MT GAG GAA GAG GAT GAA GAA TAC TAT 1369 
Arg Tbr Glu Glu Asp Glu Glu Asn Glu Glu Glu Asp Glu Glu Tyr Tyr 

160 170 
CGC TTT CTT GAG TTT TAT ATC ATG ACT GTC CCA GAG AAT TCC ACT ATT 1417 
Arg Phe Leu Gin Phe Tyr He Met Thr Val Pro Glu Asn Ser Thr He 
180 190 
ACA GAT GTC MT AH ACT GCC AM TTT GAG AGC TAMCTCAH TTATCTTC 1468 
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(8) 
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13 14 
Thr Asp Val Asd He Thr Ala Lys Phe Giu Ser 

200 

ATATTTTm TATTTTCTAG TATGTTAGCC CACACATCTT TACAAAGCCA TGTGAAGCAA 1528 
TTTTTTAAAT TAATTGCTAT TTTCGAiaA miTTTACC ATACGATCTG TATTCCTATT 1588 
CGCAATAATA TTTTTAATrT TCATCTTAGT CnCATAHG TAAAAAAAAA AAAAAAAAAA 1648 
AAAAAAAAAA A^^GAAAAAAC GTATAGTAGT TACAATAHA CTGAAATCTA CAGTACT 1705 



[0 2] nap2Ji^^iKJ<35^>fc14miSttSI*1ffi«^^^ 



[1] 



31- 57: FSYADPIiRVTQSWfclTPAWPBRPNLKKK 
5 a - 91: EFEAAPAKTYADFIiRAYQSWNTFVNPMPKIJtKR 
92-125 :£F£AAFEESYAOFIiRA7BSVnaTFVNFDRPNlJCKR 
126-15S :£7EAAPAKTYADFUUiYQSTOrTFVZ}POAPIslI<KKR 




(51) Int. CI. ^ 

C 1 2P 
(C 1 2N 

C 1 2R 
(C 1 2N 

C 1 2R 
(C 1 2N 

C 1 2R 
(C 1 2 P 

C 1 2R 
(CI 2F 

CI 2R 



21/02 
15/31 

1:645) 

1/19 

1:645) 

1/21 

1:19) 
21/02 

1:645) 
21/02 

1:19) 



C 8214 -4B 



F I 
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